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<210> 1 
<211> 3089 
<212> DNA 

<213> Arachis hypogaea 










<220> 
<221> CDS 
<222> (904) 


. . (2064) 












<400> 1 
aagcttgcat 


gcctgcaggt 


caacatggtg 


gagcacgaca 


cacttgtcta 


ctccaaaaat 


60 


atcaaagata 


cagtctcaga 


agaccaaagg 


gcaattgaga 


cttttcaaca 


aagggtaata 


120 


tccggaaacc 


tcctcggatt 


ccattgccca 


gctatctgtc 


actttattgt 


gaagatagtg 


180 


gaaaaggaag 


gtggctccta 


caaatgccat 


cattgcgata 


aaggaaaggc 


catcgttgaa 


240 


gatgcctctg 


ccgacagtgg 


tcccaaagat 


ggacccccac 


ccacgaggag 


catcgtggaa 


300 


aaagaagacg 


ttccaaccac 


gtcttcaaag 


caagtggatt 


gatgtgtcaa 


catggtggag 


360 


cacgacacac 


ttgtctactc 


caaaaatatc 


aaagatacag 


tctcagaaga 


ccaaagggca 


420 


attgagactt 


ttcaacaaag 


ggtaatatcc 


ggaaacctcc 


tcggattcca 


ttgcccagct 


480 


atctgtcact 


ttattgtgaa 


gatagtggaa 


aaggaaggtg 


gctcctacaa 


atgccatcat 


540 


tgcgataaag 


gaaaggccat 


cgttgaagat 


gcctctgccg 


acagtggtcc 


caaagatgga 


600 


cccccaccca 


cgaggagcat 


cgtggaaaaa 


gaagacgttc 


caaccacgtc 


ttcaaagcaa 


660 


gtggattgat 


gtgatatctc 


cactgacgta 


agggatgacg 


cacaatccca 


ctatccttgc 


720 


aagacccttc 


ctctatataa 


ggaagttcat 


ttggagagga 


cctcgagaat 


tctcaacaca 


780 
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acatatacaa aacaaacgaa tctcaagcaa tcaagcattc tacttctatt gcagcaattt 840 

aaatcatttc ttttaaagca aaagcaattt tctgaaaatt ttcaccattt acgaacgata 900 

gcc atg gaa ggg gga att cgc aag gtt caa agg gca gaa ggt cca gca 94 8 
Met Glu Gly Gly lie Arg Lys Val Gin Arg Ala Glu Gly Pro Ala 
15 10 15 

act gta ttg gca att gga aca gca aat cca ccg aac tgt att gat cag 996 
Thr Val Leu Ala lie Gly Thr Ala Asn Pro Pro Asn Cys lie Asp Gin 
20 25 30 

agt aca tat gca gat tat tat ttt aga gta acc aat age gaa cac atg 1044 
Ser Thr Tyr Ala Asp Tyr Tyr Phe Arg Val Thr Asn Ser Glu His Met 
35 40 45 

act gat etc aag aag aaa ttt cag cgc ate tgt gag aga aca cag ate 1092 
Thr Asp Leu Lys Lys Lys Phe Gin Arg lie Cys Glu Arg Thr Gin lie 
50 55 60 

aag aac aga cat atg tac tta aca gaa gag ata eta aaa gaa aat cct 1140 
Lys Asn Arg His Met Tyr Leu Thr Glu Glu lie Leu Lys Glu Asn Pro 
65 70 75 

aac atg tgt gca tac aag gca ccg tea ttg gat gca aga gaa gac atg 1188 
Asn Met Cys Ala Tyr Lys Ala Pro Ser Leu Asp Ala Arg Glu Asp Met 
80 85 90 95 

atg ate agg gag gta cca aga gtt gga aaa gag get gca acc aag gcc 1236 
Met lie Arg Glu Val Pro Arg Val Gly Lys Glu Ala Ala Thr Lys Ala 
100 105 110 

ate aag gaa tgg ggc cag cca atg tet aag ate aca cat ttg ate ttc 1284 
lie Lys Glu Trp Gly Gin Pro Met Ser Lys lie Thr His Leu lie Phe 
115 120 125 

tgc ace ace age ggc gtt geg ttg cct ggc gtt gat tac gaa etc ate 1332 
Cys Thr Thr Ser Gly Val Ala Leu Pro Gly Val Asp Tyr Glu Leu lie 
130 135 140 

gta ett tta ggg etg gac cca tgc gtc aag agg tac atg atg tac cac 1380 
Val Leu Leu Gly Leu Asp Pro Cys Val Lys Arg Tyr Met Met Tyr His 
145 150 155 

caa ggt tgc ttc get ggt ggc act gtc ett egt ttg get aag gac ttg 1428 
Gin Gly Cys Phe Ala Gly Gly Thr Val Leu Arg Leu Ala Lys Asp Leu 
160 165 170 175 



get gaa aac aac aag gat get egt gta ett ate gtt tgt tet gag aat 
Ala Glu Asn Asn Lys Asp Ala Arg Val Leu lie Val Cys Ser Glu Asn 
180 185 190 



1476 
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acc gca gtc act ttc cgc ggt cct agt gag aca gac atg gat agt ctt 1524 
Thr Ala Val Thr Phe Arg Gly Pro Ser Glu Thr Asp Met Asp Ser Leu 
195 200 205 

gta gga caa gca ttg ttt gee gat gga get get gcg att ate att ggt 1572 
Val Gly Gin Ala Leu Phe Ala Asp Gly Ala Ala Ala lie lie lie Gly 
210 215 220 

tct gat cct gtg cca gag gtt gag aag cct ate ttt gag ett gtt teg 1620 
Ser Asp Pro Val Pro Glu Val Glu Lys Pro lie Phe Glu Leu Val Ser 
225 230 235 

acc gat caa aaa ett gtc cct ggc age cat gga gee ate ggt ggt etc 1668 
Thr Asp Gin Lys Leu Val Pro Gly Ser His Gly Ala lie Gly Gly Leu 
240 245 250 255 

ctt egt gaa gtt gga ctt aca ttc tat ctt aac aag agt gtt cct gat 1716 
Leu Arg Glu Val Gly Leu Thr Phe Tyr Leu Asn Lys Ser Val Pro Asp 
260 265 270 

att att teg caa aat ate aat gac gcg etc aat aaa get ttt gat cca 1764 
lie lie Ser Gin Asn lie Asn Asp Ala Leu Asn Lys Ala Phe Asp Pro 
275 280 285 

ttg ggt att tct gat tat aac tea ata ttt tgg att gca cat cct ggt 1812 
Leu Gly lie Ser Asp Tyr Asn Ser lie Phe Trp lie Ala His Pro Gly 
290 295 300 

ggg cgt gca att ttg gac cag gtt gaa eag aag gtg aac ttg aag cca 1860 
Gly Arg Ala lie Leu Asp Gin Val Glu Gin Lys Val Asn Leu Lys Pro 
305 310 315 

gag aag atg aaa gee act aga gat gtg ett age aat tat ggt aac atg 1908 
Glu Lys Met Lys Ala Thr Arg Asp Val Leu Ser Asn Tyr Gly Asn Met 
320 325 330 335 

tea agt gee tgt gtg ttc ttc att atg gat ttg atg agg aag agg tct 1956 
Ser Ser Ala Cys Val Phe Phe lie Met Asp Leu Met Arg Lys Arg Ser 
340 345 350 

ctt gaa gaa gga ett aaa act ace gga gaa gga ett gat tgg ggt gtg 2004 
Leu Glu Glu Gly Leu Lys Thr Thr Gly Glu Gly Leu Asp Trp Gly Val 
355 360 365 

ett ttt ggc ttt ggt cct ggt etc act att gaa act gtc gtt etc cgc 2052 
Leu Phe Gly Phe Gly Pro Gly Leu Thr lie Glu Thr Val Val Leu Arg 
370 375 380 

agt gtg gee ata taatgeaett aattatgeat atatgegatt gtgttatttt 2104 
Ser Val Ala lie 
385 

ttaataattt tctttggete taaaataage taaggtgctg aatggetcat atattattag 2164 
atgagtgaaa aattaaaaaa agatgtceaa agttaattet ttatgcaaae atcatteaat 2224 
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at caaagtct 


gtaattgtt a 


gt aaaaaat t 


atatcaaatt 


/-^4-4"4*4-*~«oo4- 
CUt-L H_-dd l_l_ 


ydyodyL.d ud 


^ ^ O 1 


acacatgcct 


t u a t ti ga u L. g 


gginiigTiaacTi 


T,aagucugai_ 


uyodOLy uyv— 


dL-ddL'd U L- L-L. 


234 4 


aaaagtat at 


gtctcct at t 


CL.caau.caca 




uydy Ld^dL-'d 


rrr a 1- 1- i- i- 1- 1- n 


2 4 04 


atagggttgg 


Tiga uTiTi tigat 


uuguT-agai,.!, 


agLuuyx-t-ay 


yy i_ui_yy uuu 


■h I- -h 3 +- 1 1 1 1 a 

l_ L, L-dL-L-Ll—Cd 


24 64 


gggaatt t t t 


auL.ci_aauiiL. 


aaaL.au.act.g 


a.ULLLLctyyy 


dLLL-LUyLdL 


OL. l_ddCll_ClL,Cl 


2524 


t gagagaaaa 


^ 4~ d ^ 

aagx-yagacy 


LUddUUUt— Let 


a.dd.ci.cicLL'yciy 


rr1~nr'1~^3l~'l~'t~ 


frcrttf^ciaapa 

^ ^ ^ \^ \^ ^ 


2584 


aaactttgga 


gaat caat t t 


gaai-i-acaua 


Ly Lyctdy i_ l i_ 


ydi_dddL. L-dL. 


1 1 1 nnr't at t 


2 64 4 


tact cataaa 


aagt t at t aa 


atgtgtagtt 


guati,T_dacd 


•|--J--|--|--|-+-t--|-;::^-|- 
l_UUUl_L,l_UdU 


i_ddv_-ddL'yyy 


2704 


gt tt aatggt 


aaaagaaaaa 


L.aaaci-.aaaa 


ydv_-ddL.d(_L_i_ 


ydddd uydyd 


1^ CL ^ ^ ^ a. u a CL 


27 64 


atcagcatga 


agacgaagag 


aagt acaaaa 


ggau.aaaL.L.a 


!3 4- *~T ^ 3 4- 4- 4~ a <^ 
dLyddLUUdt— 


dl_ UdLUOd Ud 


2824 


ctaaggtaat 


atatttattg 


atggggatcc 


tctagagtcc 


gcaaaaatca 


ccagtctctc 


2884 


tctacaaatc 


tatctctctc 


tatttttctc 


cagaataatg 


tgtgagtagt 


tcccagataa 


2944 


gggaattagg 


gttcttatag 


ggtttcgctc 


atgtgttgag 


catataagaa 


acccttagta 


3004 


tgtatttgta 


tttgtaaaat 


acttctatca 


ataaaatttc 


taattcctaa 


aaccaaaatc 


3064 


cagtgacctg 


caggcatgca 


agctt 








3089 



<210> 2 
<211> 387 
<212> PRT 

<213> Arachis hypogaea 
<400> 2 

Met Glu Gly Gly lie Arg Lys Val Gin Arg Ala Glu Gly Pro Ala Thr 
15 10 15 

Val Leu Ala lie Gly Thr Ala Asn Pro Pro Asn Cys lie Asp Gin Ser 
20 25 30 

Thr Tyr Ala Asp Tyr Tyr Phe Arg Val Thr Asn Ser Glu His Met Thr 
35 40 45 

Asp Leu Lys Lys Lys Phe Gin Arg lie Cys Glu Arg Thr Gin lie Lys 
50 55 60 

Asn Arg His Met Tyr Leu Thr Glu Glu lie Leu Lys Glu Asn Pro Asn 
65 70 75 80 

Met Cys Ala Tyr Lys Ala Pro Ser Leu Asp Ala Arg Glu Asp Met Met 
85 90 95 
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He Arg Glu Val Pro 
100 

Lys Glu Trp Gly Gin 
115 

Thr Thr Ser Gly Val 
130 

Leu Leu Gly Leu Asp 
145 

Gly Cys Phe Ala Gly 
165 

Glu Asn Asn Lys Asp 
180 

Ala Val Thr Phe Arg 
195 

Gly Gin Ala Leu Phe 
210 

Asp Pro Val Pro Glu 
225 

Asp Gin Lys Leu Val 
245 

Arg Glu Val Gly Leu 
260 

He Ser Gin Asn lie 
275 

Gly He Ser Asp Tyr 
290 

Arg Ala He Leu Asp 
305 

Lys Met Lys Ala Thr 
325 

Ser Ala Cys Val Phe 
340 

Glu Glu Gly Leu Lys 
355 

Phe Gly Phe Gly Pro 
370 



Arg Val Gly Lys Glu Ala 
105 

Pro Met Ser Lys He Thr 
120 

Ala Leu Pro Gly Val Asp 
135 

Pro Cys Val Lys Arg Tyr 
150 155 

Gly Thr Val Leu Arg Leu 
170 

Ala Arg Val Leu He Val 
185 

Gly Pro Ser Glu Thr Asp 
200 

Ala Asp Gly Ala Ala Ala 
215 

Val Glu Lys Pro He Phe 
230 235 

Pro Gly Ser His Gly Ala 
250 

Thr Phe Tyr Leu Asn Lys 
265 

Asn Asp Ala Leu Asn Lys 
280 

Asn Ser He Phe Trp He 
295 

Gin Val Glu Gin Lys Val 
310 315 

Arg Asp Val Leu Ser Asn 
330 

Phe He Met Asp Leu Met 
345 

Thr Thr Gly Glu Gly Leu 
360 

Gly Leu Thr He Glu Thr 
375 



Ala Thr Lys Ala He 
110 

His Leu He Phe Cys 
125 

Tyr Glu Leu He Val 
140 

Met Met Tyr His Gin 
160 

Ala Lys Asp Leu Ala 
175 

Cys Ser Glu Asn Thr 
190 

Met Asp Ser Leu Val 
205 

He He He Gly Ser 
220 

Glu Leu Val Ser Thr 
240 

He Gly Gly Leu Leu 
255 

Ser Val Pro Asp He 
270 

Ala Phe Asp Pro Leu 
285 

Ala His Pro Gly Gly 
300 

Asn Leu Lys Pro Glu 
320 

Tyr Gly Asn Met Ser 
335 

Arg Lys Arg Ser Leu 
350 

Asp Trp Gly Val Leu 
365 

Val Val Leu Arg Ser 
380 
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Val Ala lie 
385 



<210> 3 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR primer 
<220> 

<221> misc_f eature 
<222> (1) . . (20) 

<400> 3 

ccatggaagg gggaattcgc 20 



<210> 4 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR primer 
<220> 

<221> misc_feature 
<222> (1) . . (20) 

<223> RS cDNA specific primer for PGR 



<400> 4 

gagccattca gcaccttagc 



20 



wo 00/44921 ' PCT/USOO/02366 

SEQUENCE LISTING 

<110> Paiva, Nancy L, 

Hipskind, John D. 

The Samuel Roberts Noble Foundation, Inc. 

<120> TRANSGENIC PLANTS MODIFIED TO CONTAIN RESVERATROL 
GLUCOSIDE AND USES THEREOF 

<130> 11137/04702 

<140> 
<141> 

<150> 60/117,888 

<151> 1999-01-29 

<160> 4 

<170> PatentIn Ver. 2.0 

<210> 1 
<211> 3089 
<212> DNA 

<213> Arachis hypogaea 

<220> 
<221> CDS 

<222> (904) . . (2064) 
<400> 1 

aagcttgcat gcctgcaggt caacatggtg gagcacgaca cacttgtcta ctccaaaaat 60 
atcaaagata cagtctcaga agaccaaagg gcaattgaga cttttcaaca aagggtaata 120 
tccggaaacc tcctcggatt ccattgccca gctatctgtc actttattgt gaagatagtg 180 
gaaaaggaag gtggctccta caaatgccat cattgcgata aaggaaaggc catcgttgaa 240 
gatgcctctg ccgacagtgg tcccaaagat ggacccccac ccacgaggag catcgtggaa 300 
aaagaagacg ttccaaccac gtcttcaaag caagtggatt gatgtgtcaa catggtggag 360 
cacgacacac ttgtctactc caaaaatatc aaagatacag tctcagaaga ccaaagggca 420 
attgagactt ttcaacaaag ggtaatatcc ggaaacctcc tcggattcca ttgcccagct 480 
atctgtcact ttattgtgaa gatagtggaa aaggaaggtg gctcctacaa atgccatcat 540 
tgcgataaag gaaaggccat cgttgaagat gcctctgccg acagtggtcc caaagatgga 600 
cccccaccca cgaggagcat cgtggaaaaa gaagacgttc caaccacgtc ttcaaagcaa 660 
gtggattgat gtgatatctc cactgacgta agggatgacg cacaatccca ctatccttgc 720 
aagacccttc ctctatataa ggaagttcat ttggagagga ' cctcgagaat tctcaacaca 780 
acatatacaa aacaaacgaa tctcaagcaa tcaagcattc tacttctatt gcagcaattt 840 

1 
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aaatcatttc ttttaaagca aaagcaattt tctgaaaatt ttcaccattt acgaacgata 900 

gcc atg gaa ggg gga att cgc aag gtt caa agg gca gaa ggt cca gca 948 
Met Glu Gly Gly lie Arg Lys Val Gin Arg Ala Glu Gly Pro Ala 
15 10 15 

act gta ttg gca att gga aca gca aat cca ccg aac tgt att gat cag 996 
Thr Val Leu Ala lie Gly Thr Ala Asn Pro Pro Asn Cys lie Asp Gin 
20 25 30 

agt aca tat gca gat tat tat ttt aga gta acc aat age gaa cac atg 1044 
Ser Thr Tyr Ala Asp Tyr Tyr Phe Arg Val Thr Asn Ser Glu His Met 
35 40 45 

act gat etc aag aag aaa ttt cag cgc ate tgt gag aga aca cag ate 1092 
Thr Asp Leu Lys Lys Lys Phe Gin Arg lie Cys Glu Arg Thr Gin lie 
50 55 60 

aag aac aga cat atg tac tta aca gaa gag ata eta aaa gaa aat cct 1140 
Lys Asn Arg His Met Tyr Leu Thr Glu Glu lie Leu Lys Glu Asn Pro 
65 70 75 

aac atg tgt gca tac aag gca ccg tea ttg gat gca aga gaa gac atg 1188 
Asn Met Cys Ala Tyr Lys Ala Pro Ser Leu Asp Ala Arg Glu Asp Met 
80 85 90 95 

atg ate agg gag gta cca aga gtt gga aaa gag get gca acc aag gcc 1236 
Met lie Arg Glu Val Pro Arg Val Gly Lys Glu Ala Ala Thr Lys Ala 
100 105 110 

ate aag gaa tgg ggc cag cca atg tct aag ate aca cat ttg ate ttc 1284 
lie Lys Glu Trp Gly Gin Pro Met Ser Lys lie Thr His Leu lie Phe 
115 120 125 

tge acc acc age ggc gtt gcg ttg cct ggc gtt gat tac gaa etc ate 1332 
Cys Thr Thr Ser Gly Val Ala Leu Pro Gly Val Asp Tyr Glu Leu lie 
130 135 140 

gta ctt tta ggg ctg gac cca tge gte aag agg tac atg atg tac cac 1380 
Val Leu Leu Gly Leu Asp Pro Cys Val Lys Arg Tyr Met Met Tyr His 
145 150 155 

caa ggt tge ttc get ggt ggc act gtc ctt cgt ttg get aag gac ttg 1428 
Gin Gly Cys Phe Ala Gly Gly Thr Val Leu Arg Leu Ala Lys Asp Leu 
160 165 170 175 

get gaa aac aac aag gat get cgt gta ctt ate gtt tgt tct gag aat 1476 
Ala Glu Asn Asn Lys Asp Ala Arg Val Leu lie Val Cys Ser Glu Asn 
180 185 190 

acc gca gtc act ttc cgc ggt cct agt gag aca gac atg gat agt ctt 1524 
Thr Ala Val Thr Phe Arg Gly Pro Ser Glu Thr Asp Met Asp Ser Leu 
195 200 205 

gta gga caa gca ttg ttt gcc gat gga get get gcg att ate att ggt 1572 
Val Gly Gin Ala Leu Phe Ala Asp Gly Ala Ala Ala lie lie lie Gly 
210 215 220 



2 
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tct gat cct gtg cca gag gtt gag aag cct ate ttt gag ctt gtt teg 1620 

Ser Asp Pro Val Pro Glu Val Glu Lys Pro lie Phe Glu Leu Val Ser 

225 230 235 



acc gat caa aaa ctt gtc cct ggc age cat gga gcc ate ggt ggt etc 1668 
Thr Asp Gin Lys Leu Val Pro Gly Ser His Gly Ala lie Gly Gly Leu 
240 245 250 255 



ctt cgt gaa gtt gga ctt aca ttc tat ctt aac aag agt gtt cct gat 1716 
Leu Arg Glu Val Gly Leu Thr Phe Tyr Leu Asn Lys Ser Val Pro Asp 
260 265 270 



att att teg caa aat ate aat gac gcg etc aat aaa get ttt gat cca 1764 
lie lie Ser Gin Asn lie Asn Asp Ala Leu Asn Lys Ala Phe Asp Pro 
275 280 285 



ttg ggt att tct gat tat aac tea ata ttt tgg att gca eat cct ggt 1812 
Leu Gly lie Ser Asp Tyr Asn Ser lie Phe Trp lie Ala His Pro Gly 
290 295 300 

ggg cgt gca att ttg gac cag gtt gaa eag aag gtg aac ttg aag cca 1860 
Gly Arg Ala lie Leu Asp Gin Val Glu Gin Lys Val Asn Leu Lys Pro 
305 310 315 

gag aag atg aaa gee act aga gat gtg ett age aat tat ggt aac atg 1908 
Glu Lys Met Lys Ala Thr Arg Asp Val Leu Ser Asn Tyr Gly Asn Met 
320 325 330 335 

tea agt gee tgt gtg ttc ttc att atg gat ttg atg agg aag agg tct 1956 
Ser Ser Ala Cys Val Phe Phe lie Met Asp Leu Met Arg Lys Arg Ser 
340 345 350 

ctt gaa gaa gga ett aaa act ace gga gaa gga ett gat tgg ggt gtg 2004 
Leu Glu Glu Gly Leu Lys Thr Thr Gly Glu Gly Leu Asp Trp Gly Val 
355 360 365 

ett ttt ggc ttt ggt cct ggt etc act att gaa act gtc gtt etc cge 2052 
Leu Phe Gly Phe Gly Pro Gly Leu Thr lie Glu Thr Val Val Leu Arg 
370 375 380 

agt gtg gee ata taatgcactt aattatgcat atatgcgatt gtgttatttt 2104 
Ser Val Ala He 
385 



ttaataattt 


tetttggcte 


taaaataage 


taaggtgctg 


aatggcteat 


atattattag 


2164 


atgagtgaaa 


aattaaaaaa 


agatgtceaa 


agttaattct 


ttatgeaaac 


ateatteaat 


2224 


atcaaagtct 


gtaattgtta 


gtaaaaaatt 


atatcaaatt 


ettttcaate 


gagcageata 


2284 


acaeatgcct 


ttattgattg 


ggttgtaatt 


taagtctgat 


tgcaetgtge 


acaacattte 


2344 


aaaagtatat 


gtetcctatt 


ctcaatcata 


tgaaacegtt 


tgagtaeaca 


geattttttg 


2404 


atagggttgg 


tgattttgat 


ttgttagatt 


agtttgttag 


ggtttggttt 


tttattttta 


2464 


gggaattttt 


attctaattt 


aaatatactg 


atttttaggg 


atttttgtat 


ettaaatata 


2524 


tgagagaaaa 


aagtgagaeg 


ttaatttcta 


aaaaaacgag 


gtgetaattt 


ggttcgaaea 


2584 
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aaactttgga gaatcaattt gaattacata tgtgaagttt gataaattat tttggctatt 264 4 
tactcataaa aagttattaa atgtgtagtt gtatttaaca ttttttttat taacaacggg 2704 
gtttaatggt aaaagaaaaa taaactaaaa gacaatactt gaaaatgaga taccgataaa 2764 
atcagcatga agacgaagag aagtacaaaa ggataaatta atgaatttac attattcata 2824 
ctaaggtaat atatttattg atggggatcc tctagagtcc gcaaaaatca ccagtctctc 2884 
tctacaaatc tatctctctc tatttttctc cagaataatg tgtgagtagt tcccagataa 2944 
gggaattagg gttcttatag ggtttcgctc atgtgttgag catataagaa acccttagta 3004 
tgtatttgta tttgtaaaat acttctatca ataaaatttc taattcctaa aaccaaaatc 3064 
cagtgacctg caggcatgca agctt 308 9 

<210> 2 
<211> 387 
<212> PRT 

<213> Arachis hypogaea 
<400> 2 

Met Glu Gly Gly lie Arg Lys Val Gin Arg Ala Glu Gly Pro Ala Thr 
15 10 15 

Val Leu Ala lie Gly Thr Ala Asn Pro Pro Asn Cys lie Asp Gin Ser 
20 25 30 

Thr Tyr Ala Asp Tyr Tyr Phe Arg Val Thr Asn Ser Glu His Met Thr 
35 40 45 

Asp Leu Lys Lys Lys Phe Gin Arg lie Cys Glu Arg Thr Gin lie Lys 
50 55 60 

Asn Arg His Met Tyr Leu Thr Glu Glu lie Leu Lys Glu Asn Pro Asn 
65 70 75 80 

Met Cys Ala Tyr Lys Ala Pro Ser Leu Asp Ala Arg Glu Asp Met Met 
85 90 95 

lie Arg Glu Val Pro Arg Val Gly Lys Glu Ala Ala Thr Lys Ala lie 
100 105 110 

Lys Glu Trp Gly Gin Pro Met Ser Lys lie Thr His Leu lie Phe Cys 
115 120 125 

Thr Thr Ser Gly Val Ala Leu Pro Gly Val Asp Tyr Glu Leu lie Val 
130 135 140 

Leu Leu Gly Leu Asp Pro Cys Val Lys Arg Tyr Met Met Tyr His Gin 
145 150 155 160 

Gly Cys Phe Ala Gly Gly Thr Val Leu Arg Leu Ala Lys Asp Leu Ala 
165 170 175 
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Glu Asn Asn Lys Asp Ala Arg Val Leu lie Val Cys Ser Glu Asn Thr 
180 185 190 

Ala Val Thr Phe Arg Gly Pro Ser Glu Thr Asp Met Asp Ser Leu Val 
195 200 205 

Gly Gin Ala Leu Phe Ala Asp Gly Ala Ala Ala lie lie lie Gly Ser 
210 215 220 

Asp Pro Val Pro Glu Val Glu Lys Pro lie Phe Glu Leu Val Ser Thr 
225 230 235 240 

Asp Gin Lys Leu Val Pro Gly Ser His Gly Ala lie Gly Gly Leu Leu 
245 250 255 

Arg Glu Val Gly Leu Thr Phe Tyr Leu Asn Lys Ser Val Pro Asp lie 
260 265 270 

lie Ser Gin Asn lie Asn Asp Ala Leu Asn Lys Ala Phe Asp Pro Leu 
275 280 285 

Gly lie Ser Asp Tyr Asn Ser lie Phe Trp lie Ala His Pro Gly Gly 
290 295 300 

Arg Ala lie Leu Asp Gin Val Glu Gin Lys Val Asn Leu Lys Pro Glu 
305 310 315 320 

Lys Met Lys Ala Thr Arg Asp Val Leu Ser Asn Tyr Gly Asn Met Ser 
325 330 335 

Ser Ala Cys Val Phe Phe lie Met Asp Leu Met Arg Lys Arg Ser Leu 
340 345 350 

Glu Glu Gly Leu Lys Thr Thr Gly Glu Gly Leu Asp Trp Gly Val Leu 
355 360 365 

Phe Gly Phe Gly Pro Gly Leu Thr lie Glu Thr Val Val Leu Arg Ser 
370 375 380 

Val Ala lie 
385 



<210> 3 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR primer 
<220> 

<221> misc_f eature 
<222> (1) . . (20) 

<400> 3 

ccatggaagg gggaattcgc 20 
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wo 00/44921 

<210> 4 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR primer 
<220> 

<221> misc_feature 
<222> (1) . . (20) 

<223> RS cDNA specific primer for PGR 
<400> 4 

gagccattca gcaccttagc 20 



PCT/USOO/02366 
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